Phylogeny of Tricorythodes Ulmer (Leptohyphidae: Ephemeroptera) based on molecular and morphological evidence
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Figure S1. Bayesian consensus resulting from a mixed-model analysis based on a concatenated dataset of 18S, 16S, and COI of Tricorythodes sensu lato. Thickened branches are also recovered in the maximum likelihood analysis of the same dataset. Numbers above branches indicate posterior probabilities and those below are maximum likelihood bootstrap frequencies.

